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東北メディカル・メガバンク計画 バイオバンク利⽤による主要業績リスト 
 

作成⽇︓2026 年 06 ⽉ 08 ⽇ 

 
種類 

新規件数 
2026/01/07 -2026/05/20 

これまでの件数 
2015 – 2026/01/06 合計 

件数 ⽂献番号 件数 ⽂献番号 

原
著
論
⽂
︵
利
⽤
ख
ञ
試
料
؞
情
報
別
︶ 

1. ゲノム情報      
1_1. 頻度情報 86 件  (1-86) 1268 件 (87-1354) 1354 件 

1_2. 標準ゲノム 1 件  (1355) 11 件 (778, 797, 892, 981, 
1356-1362) 

12 件 

1_3. 全ゲノム 4 件  (5, 40, 
1363, 1364) 

11 件 (678, 909, 1246, 
1253, 1365-1371) 

15 件 

1_4. SNP Array データ      
1_4_1. Japonica Array 8 件  (60, 1363, 

1372-1377) 
118 件 (149, 166, 167, 179, 

213, 258, 282, 431, 
434, 552, 678, 684, 
696, 878, 993, 1059, 
1078, 1366-1369, 
1371, 1378-1473) 

126 件 

1_4_2. OmniExpressExome 件  10 件 (678, 1432, 1474-
1481) 

10 件 

1_5. iMETHYL 3 件  (1482-
1484) 

40 件 (684, 1485-1523) 43 件 

1_6. その他のゲノム 件  2 件 (1524, 1525) 2 件 
2. メタゲノム 件  2 件 (1526, 1527) 2 件 
3. メタボローム情報 件  9 件 (552, 1446, 1528-

1534) 
9 件 

4. GWAS レポジトリ 1 件  (1535) 5 件 (1432, 1536-1539) 6 件 
5. 試料      

5_1. 細胞 件  1 件 (216) 1 件 

5_2. ⾎清・⾎漿 件  4 件 (1540-1543) 4 件 
55_3. DNA 件  5 件 (1429, 1524, 1525, 

1544, 1545) 
5 件 

5_4. ⺟乳 件  2 件 (1546, 1547) 2 件 
６. 健康調査情報       
  6_1. 調査票・検体検査情報等 8 件 (5, 40, 1363, 

1364, 1372, 
1548-1550) 

50 件 (678, 878, 909, 993, 
1059, 1246, 1253, 
1370, 1371, 1415, 
1429, 1432, 1446, 
1448, 1460, 1463, 
1469, 1524, 1525, 
1530, 1531, 1542-
1544, 1546, 1547, 
1551-1574) 

58 件 

  6_2. MRI 検査情報 2 件  (40, 1550) 1 件 (1565) 3 件 
７. 施設、技術・⽅法、データベース 件  28 件 (375, 878, 1575-

1600) 
28 件 

⼩計（※重複を除いた件数） 102 件  1498 件  1600 件 
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分譲利⽤による成果 

  

知
財
申
請 

1. ゲノム情報 件  2 件 (1601-1602) 2 件 

2. 健康調査情報 件  2 件 (1602-1603) 2 件 

3. ⾎清 件  1 件 (1603) 1 件 

⼩計（※重複を除いた件数） 件 ― 3 件  3 件 

引
⽤
؞
ঞ
অ
⑃
␗
؞
学
会
抄
録

等 

1. 論⽂・本での引⽤ 4 件  (1604-
1607) 

304 件 (1608-1803) (1804-
1911) 

308 件 

2. レビュー 5 件  (1912-
1916) 

168 件 (1917-2084) 173 件 

3. 学会抄録 4 件  (2085-
2088) 

61 件 (2089-2149) 65 件 

4. 学位論⽂ 1 件  (2150) 37 件 (2151-2187) 38 件 

⼩計（※重複を除いた件数） 14 件  570 件  584 件 

合計（※重複を除いた件数） 116 件 ― 2071 件 ― 2187 件 

 
種類 

新規件数 
2026/01/07-2026/05/20 

これまでの件数 
– 2026/01/06 合計 

件数 ⽂献番号 件数 ⽂献番号 

原
著
論
⽂
︵
利
⽤
ख
ञ
試
料
؞
情
報
別
︶ 

ゲノム情報      

頻度情報 件  3 件 (678, 993, 1246) 3 件 

全ゲノムデータ 件  2 件 (678, 1246, 1371) 2 件 

SNP Array データ 1 件 (1372) 4 件 (678, 993, 1371, 1429) 5 件 
その他のゲノムデータ（ミトコンドリアゲノム） 件  2 件 (1524, 1525) 2 件 

メタボローム情報 件  2 件 (1530, 1531) 2 件 
健康調査情報      

調査票情報、検体検査情報、特定健
診情報、⽣理機能検査情報 

2 件 (1372, 1550) 19 件 (1246, 678, 993, 1371, 
1429, 1524, 1525, 
1530, 1531, 1542-
1544, 1553-1555, 
1562, 1565. 1567, 
1569- 1571) 

21 件 

MRI 検査情報 1 件 (1550) 1 件 (1565) 2 件 
試料:⾎清 0 件  2 件 (1542. 1543) 2 件 

試料:DNA 件  4 件 (1429, 1524, 1525, 
1544) 

4 件 

⼩計（※重複を除いた件数） 2 件  21 件  23 件 

知
財
申
請 

ゲノム情報 件  1 件 (1602) 1 件 
健康調査情報 件  2 件 (1602, 1603) 2 件 

試料︓⾎清 件  1 件 (1603) 1 件 

⼩計（※重複を除いた件数） 件 ― 2 件  2 件 

合計（※重複を除いた件数） 2 件 ― 23 件 ― 25 件 
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検索⽅法︓ 

① Google Scholar を⽤いて次のキーワードで検索した。キーワード︓1KJPN、2KJPN、3.5KJPN、4.7KJPN、

8.3KJPN、14KJPN、38KJPN、54KJPN、60KJPN、61KJPN、iJGVD、Integrative Japanese Genome 

Variation、JG1、JG2、JRGA、Japonica Array、jMorp、iMethyl、JSV1、Tohoku Medical Megabank 

Project、Tohoku Medical Megabank Organization、ToMMo。 

② ToMMo 所属の先⽣によって発表された論⽂を PubMed でひき、Cited by にリストされた論⽂を検索した。 

③ 分譲申請による利⽤者から提出された「研究実施経過報告書」に記載されていた発表論⽂等を検索した。 

除外基準︓ first author、corresponding author もしくは last author が岩⼿医科⼤学いわて東北メディカル・メ

ガバンク機構もしくは東北⼤学東北メディカル・メガバンク機構に所属している論⽂。 

検索結果のなかで、明らかに該当しない論⽂（例えば、⾔語名 Tommo So についての論⽂等）。 

 

 

■⽂献（年毎にアルファベット順） 
ゲノム頻度情報（1-1354） 
1. Tanakaya, K., Kumamoto, K., Tada, Y., Eguchi, H., Ishibashi, K., Idani, H. et al. (2019) A germline MBD4 mutation 

was identified in a patient with colorectal oligopolyposis and early-onset cancer: A case report Oncol Rep 42, 

1133-1140 10.3892/or.2019.7239 

2. Alfalah, A. H., Elsaid, M. Y., Alrajjal, A., Albokhari, D., Khouj, E., Aziz, A. et al. (2026) Biallelic STEAP3 Variant in 

Neonatal Hemophagocytic Lymphohistiocytosis Clin Genet 109, 1055-1058 10.1111/cge.70141 

3. Ariyasu, D., Kosaki, R., Cho, H., Nakashima, M., Tsuchihashi, T., Kosaki, K. et al. (2026) Phenotypic and Genetic 

Insights Into CNOT3-Related Intellectual Developmental Disorder of Speech Delay, Autism, and Dysmorphic 

Faces (IDDSADF) From the First Two Japanese Cases Am J Med Genet A 10.1002/ajmg.a.70198 

4. Azuma, K., Osuga, M., Itoh, S., Kawa, Y., Kozuki, T., Toi, Y. et al. (2026) Biomarker analyses to predict benefit 

of immune checkpoint inhibitors for EGFR-mutated non-small cell lung cancer Cancer Treat Res Commun 47, 

101127 10.1016/j.ctarc.2026.101127 

5. Chi, S., Motoike, I. N., Fujisawa, T., Yamaguchi-Kabata, Y., Nobukuni, T., Kinoshita, K. et al. (2026) Population-

Based Identification of Clonal Hematopoiesis Using Peripheral Blood Whole-Genome Sequencing in Japan Cancer 

Sci 10.1111/cas.70406 

6. Chukyo, A., Komori, O., Fujimaki, M., Kaga, N., Taka, H., Li, Y. Z. et al. (2026) A regression analytical model of 

serum levodopa metabolic profile in Parkinson's disease Heliyon 12, ARTN e44615 

10.1016/j.heliyon.2026.e44615 

7. Corcoran, M., Narang, S., Kaduk, M., Chernyshev, M., Farnert, A., Sundling, C. et al. (2026) Ultra-high-

throughput IGH genotyping of 25 global populations reveals population-biased allelic diversity and homozygous 

V and D gene deletions Immunity 59, 1107-1122 e1105 10.1016/j.immuni.2026.01.026 

8. Goto, S., Sasaki, A., Nishio, S. Y., Shinkawa, C., Oda, K., Wada, T. et al. (2026) The Clinical Details of MYH9-

Related Disease and DFNA17 in a Large Japanese Hearing Loss Cohort Genes (Basel) 17, 

10.3390/genes17020154 

9. Hanafusa, H., Ishida, Y., Bo, R., Nishiyama, M., Nozu, K., Nagase, H. et al. (2026) A novel splice site variant in 

TIMM8A induced abnormal mRNA splicing resulting in Mohr-Tranebjaerg syndrome Brain Dev 48, 104525 

10.1016/j.braindev.2026.104525 
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10. Hara, M., Morisawa, T., Hasegawa, D., Nozu, K., andMorisada, N. (2026) A Novel MAF Variant Causing Ayme-

Gripp Syndrome With Transient Anemia Congenit Anom (Kyoto) 66, e70042 10.1002/cga.70042 

11. Hayakawa, T., Mizobuchi, K., Hayashi, T., Kominami, T., Nishiguchi, K. M., Ueno, S. et al. (2026) Longitudinal 

evaluation of peripheral photoreceptor atrophy in fundus albipunctatus Jpn J Ophthalmol 10.1007/s10384-026-

01337-0 

12. Hayashi, T., Miyamoto, S., Endo, Y., Shimizu, K., Ohkubo, Y., Komatsu, K. et al. (2026) Identification of 5' 

untranslated region variants in genes involved in neurodevelopmental disorders Journal of human genetics 71, 

353-361 10.1038/s10038-025-01446-7 

13. Hirakata, T., Gao, D., Oshima, M., Hara, F., Nakao, S., andMurakami, A. (2026) CDHR1 variants in a Japanese 

family with inherited retinal dystrophy and intrafamilial phenotypic variability Front Ophthalmol (Lausanne) 6, 

1736277 10.3389/fopht.2026.1736277 

14. Hong, Y. J., Hwang, S., Jang, J. H., Kim, J. W., Kim, S. J., andJang, M. A. (2026) Age-Stratified Genetic Spectrum 

of Retinitis Pigmentosa in Korean Patients: Predominance of RPGR Variants in Early-Onset Disease Ann Lab Med 

46, 200-209 10.3343/alm.2025.0146 

15. Hoshino, Y., andIto, N. (2026) Autoimmune osteomalacia: a novel FGF23-related hypophosphatemic 

osteomalacia J Bone Miner Metab 44, 269-275 10.1007/s00774-026-01697-0 

16. Hur, J. Y., Shim, Y. H., Kim, J. H., Cho, K. R., Kim, W. S., Kim, S. N. et al. (2026) Low frequency of MLLT10 risk 

SNPs in Korean meningiomas: an exploratory analysis highlighting population-specific differences Malays J 

Pathol 48, 115-123, https://www.ncbi.nlm.nih.gov/pubmed/42059173 

17. Ikeda, M., Numakura, C., Nishimura, G., Saijo, N., Takayama, J., Fujisawa, Y. et al. (2026) De novo GNAS-

Gsalpha variant (p.Thr55Ala) with constitutive gain-of-function effects on AVPR2 and PTH1R signalings Journal 

of human genetics 71, 383-390 10.1038/s10038-025-01448-5 

18. Ikegami, M., Zhang, L., Hirata, M., Yamaguchi, T., Oda, S., Kohsaka, S. et al. (2026) Germline Pathogenic Variant 

Prediction Model for Tumor-Only Sequencing Based on Japanese Clinicogenomic Database Clin Cancer Res 32, 

770-781 10.1158/1078-0432.CCR-25-2985 

19. Ishigami, D., Namba, S., Miyawaki, S., Mitsui, J., Imai, H., Shimizu, M. et al. (2026) Delineating the Genetic 

Basis of RNF213-related vasculopathies: The association of PKHD1 variants with bilateral cerebral vasculopathy 

Eur J Hum Genet 10.1038/s41431-026-02030-z 

20. Ishikawa, T., Sonehara, K., Sonoda, K., Hayashi, K., Kato, K., Nagase, S. et al. (2026) A Genome-Wide 

Association Study Reveals Desmoglein-2 Predominance in Japanese Arrhythmogenic Cardiomyopathy J 

Arrhythm 42, e70273 10.1002/joa3.70273 

21. Kasahara, Y., Takahashi, M., Kawamura, Y., Aoki, Y., Niihori, T., Kawamura, M. et al. (2026) Attenuated Li-

Fraumeni syndrome with TP53 p.R181H in a Japanese patient with metastatic rectal adenocarcinoma: a case 

report Fam Cancer 25, 18 10.1007/s10689-026-00529-4 

22. Kawakita, M., Moteki, H., Nishio, S. Y., Kobayashi, Y., Adachi, M., Okano, T. et al. (2026) Frequency and Hearing 

Loss Phenotypes of OPA1 Variants in a Cohort of 18,475 Patients with Hearing Impairment Genes (Basel) 17, 

10.3390/genes17030341 

23. Kido, J., Sugawara, K., Egashira, I., Yano, N., Zhang, C., andNakamura, K. (2026) Riboflavin-responsive 

hyperprolinemia type I with a PRODH p.Thr466Met variant: Clinical and fibroblast-based evidence Mol Genet 

Metab 148, 110143 10.1016/j.ymgme.2026.110143 

24. Kido, J., Ueno, H., Misumi, Y., Sugawara, K., Saito, S., Koshimizu, E. et al. (2026) Non-pterygium Escobar 
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syndrome from compound-heterozygous CHRNG variants: genotype-phenotype insights Hum Genome Var 13, 

10.1038/s41439-026-00340-8 

25. Kimura, T., Yamakawa, A., Mitsumori, R., Niida, S., Ozaki, K., andShigemizu, D. (2026) Whole-genome 

sequencing reveals an East Asian-specific rare variant of INPP5J associated with Alzheimer's disease Transl 

Psychiatry 16, 10.1038/s41398-026-04027-0 

26. Kitahara, S., Ando, S., Uemura, M., Hatano, Y., Nozaki, H., Hirozawa, D. et al. (2026) ABCC6 pathogenic variants 

are associated with hemorrhagic phenotypes in Japanese patients with severe cerebral small vessel disease Sci 

Rep 16, 3858 10.1038/s41598-025-33934-3 

27. Koga, N., Katoh-Fukui, Y., Aramaki, M., Horikawa, R., Kashimada, K., andFukami, M. (2026) A Hemizygous 

<italic>MED12</italic> Variant in Three Brothers with Hypomasculinized Genitalia and Additional Clinical 

Features: A Case Report Horm Res Paediatr 1-6 10.1159/000550257 

28. Koizumi, H., Nishio, S. Y., Usami, S. I., andDeafness Gene Study, C. (2026) Clinical Details of Low-Frequency 

Hearing Loss Observed in Autosomal Dominant MYO7A-Associated Hearing Loss Patients Genes (Basel) 17, 

10.3390/genes17030314 

29. Kondo, E., Makimura, M., Hayashi, K., Kawakami, K., Usui, T., andYoshizato, T. (2026) A Decade-Long Diagnostic 

Challenge: A Case of Nonclassical 21-Hydroxylase Deficiency Mistaken for Polycystic Ovary Syndrome J Obstet 

Gynaecol Res 52, e70191 10.1111/jog.70191 

30. Koyanagi, Y., Morikawa-Anzai, H., Yoshida, T., Tominaga, M., Abe, Y., Kosaki, R. et al. (2026) Clinical features of 

syndromic microphthalmia in two novel RARB variants Hum Genome Var 13, 10.1038/s41439-026-00345-3 

31. Kumondai, M., Kikuchi, M., Mizuguchi, A., Yagi, A., Hayashi, N., Okada, Y. et al. (2026) Clinical association among 

tacrolimus dose requirement,  genotypes, and the concentrations of urinary endogenous CYP3A biomarkers in 

lung transplant recipients: A cross-sectional study Heliyon 12, ARTN e44955 10.1016/j.heliyon.2026.e44955 

32. Lim, K. S., Perinan, M. T., Chew, E. G. Y., Lee, P. S., Akcimen, F., Lim, J. L. et al. (2026) Association of LRRK2 

p.A419V with Parkinson's Disease in East Asians and analysis of age at onset NPJ Parkinsons Dis 12, 51 

10.1038/s41531-026-01265-3 

33. Mariya, T., Idogawa, M., Saito, T., Nakase, H., Tokino, T., andSakurai, A. (2026) Updated analysis of pathogenic 

variants in BRCA1/BRCA2 among the general Japanese population Hum Genome Var 13, 1 10.1038/s41439-

026-00335-5 

34. Masuda, K., Mishima, H., Yoshiura, K. I., Kitajima, Y., Miura, S., Hasegawa, Y. et al. (2026) Maternal copy number 

variations detected by noninvasive prenatal testing in Japanese women Journal of human genetics 71, 335-342 

10.1038/s10038-025-01444-9 

35. Matsuoka, A., Shien, K., Tomida, S., Ohki, M., Torigoe, H., Hisamatsu, K. et al. (2026) Wnt3-mediated fibrosis 

and carcinogenesis of lung squamous cell carcinoma in idiopathic pulmonary fibrosis iScience 29, 115667 

10.1016/j.isci.2026.115667 

36. Matsuzawa, H., Ito, Z., Uchiyama, K., Motoi, Y., Ohtaki, Y., Iwashita, Y. et al. (2026) Association of FADS2 

polymorphism rs174538 with fatty acid metabolism and disease severity in Japanese patients with Crohn's 

disease World J Gastroenterol 32, 112132 10.3748/wjg.v32.i2.112132 

37. Mitsuhashi, N., Fujiwara, T., andYamaguchi, A. (2026) ChatTogoVar: a TogoVar-based retrieval-augmented 

generation system for precise genomic variant interpretation Hum Genome Var 13, 10.1038/s41439-026-

00344-4 

38. Mitsutake, A., Matsukawa, T., Orimo, K., Ueda, K., Seki, T., Shiio, Y. et al. (2026) Compound heterozygosity of 
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a novel missense variant and exonic deletion in hypomyelinating leukodystrophy 15 Neurogenetics 27, 

10.1007/s10048-026-00885-4 

39. Miyahara, Y., Yamamoto, K., Hata, A., Maeyama, T., Wada, T., Yamazaki, N. et al. (2026) Sibling cases of 

congenital hypogonadotropic hypogonadism harboring compound heterozygous KISS1R variants Clin Pediatr 

Endocrinol 35, 197-200 10.1297/cpe.2025-0083 

40. Mizuta, I., Yamashita, F., Sutoh, Y., Shimizu, A., Watanabe-Hosomi, A., Otsuka-Yamasaki, Y. et al. (2026) 

Significant Correlation Between White Matter Hyperintensity Volume and Rare NOTCH3 Variants in the General 

Japanese Population Geriatr Gerontol Int 26, e70400 10.1111/ggi.70400 

41. Mukaida, N., Otsuki, J., Wei, X., Fujii, M., Kodera, K., Yamada, A. et al. (2026) Identification of rare TUBB8B 

variants confirmed by Sanger sequencing and evolutionary conservation analysis Gene Reports 102524,  

42. Naito, Y., Yasuda, T., Miyagi, T., Nakada, N., Matsumoto, H., Tomori, S. et al. (2026) EBV-associated histological 

transformation of marginal zone lymphomas: two case reports and a literature review Virchows Arch 

10.1007/s00428-025-04377-y 

43. Nakahara, H., Niitsu, H., Toshida, A., Goto, K., Yamauchi, M., Saipova, K. M. et al. (2026) A prioritization 

framework for BRCA1/2 variants of uncertain significance identified by comprehensive genomic profiling Eur J 

Hum Genet 10.1038/s41431-026-02058-1 

44. Nakamura, Y., Kakumoto, T., Yoshimoto, M., Ota, Y., Suzuki, A., Komori, Y. et al. (2026) A case of 

adrenomyeloneuropathy with recurrent Mollaret's meningitis due to herpes simplex virus type 2 Intern Med 

10.2169/internalmedicine.7224-26 

45. Nakato, D., Komatsu, R., Ono, I., Misu, K., Nakano, S., Goto, Y. et al. (2026) Reflex sympathetic dystrophy-like 

unilateral erythema caused by a germline SCN9A variant Eur J Med Genet 81, 105078 

10.1016/j.ejmg.2026.105078 

46. Nambu, R., Naito, T., Haruyama, M., Hosokawa, J., Shimizu, H., Takeuchi, I. et al. (2026) Orofacial 

granulomatosis in pediatric Crohn's disease: clinical outcomes and genetic background in the era of biologics: a 

retrospective study in Japan Intest Res 10.5217/ir.2025.00109 

47. Nishijo, T., Yanagi, K., Ito, H., Hamada, N., Nakamura, S., Chinen, Y. et al. (2026) CTBP1 In Brain Development: 

A Novel Variant c.107G>C,p.(R36P) Leads to a Distinct Neurodevelopmental Disorder J Neurochem 170, e70385 

10.1111/jnc.70385 

48. Nishina, S., Kofuji, S., Matsubara, K., Anzai, H., Hirakata, K., Hanazono, Y. et al. (2026) A novel OPHN1 variant 

associated with cyclic strabismus but in the absence of OPHN1 syndrome Sci Rep 16, 10.1038/s41598-026-

48129-7 

49. Nishina, S., Torii, K., Anzai, H., Yoshida, T., Kawai, T., Fukami, M. et al. (2026) Long-term observation of retinal 

dystrophy genetically diagnosed as ROSAH syndrome JFO Open Ophthalmology 100195,  

50. Ogasawara, N., Sato, W., Morisaki, H., andWatanabe, H. (2026) Double Mutations in the FLNA and MYH11 Genes 

Causing Familial Thoracic Aortic Aneurysm and Dissection: A Report of Two Cases Intern Med 

10.2169/internalmedicine.6761-25 

51. Ogawa, Y., Kato, S., Shiraga, K., Kato, M., andInuzuka, R. (2026) Phenotypic Expansion and Molecular 

Implications in Recessive FUZ-Related Ciliopathy Clin Genet 10.1111/cge.70170 

52. Oku, K., Mizobuchi, K., Mochizuki, K., Tsunoda, K., Matsushita, I., Nagata, T. et al. (2026) Autosomal dominant 

pigmented paravenous retinochoroidal atrophy associated with pathogenic variant in HK1 gene Graefes Arch 

Clin Exp Ophthalmol 264, 1373-1382 10.1007/s00417-025-07107-x 
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53. Risinskaya, N., Starchenko, S., Chabaeva, Y., Abdulpatakhov, A., Kotova, E., Surimova, V. et al. (2026) 

Association of 12q21. 32 cn-LOH Affecting the KITLG p53 Response Element with Therapy Resistance in Acute 

Leukemia Cancer Research and Therapy Connect 2, 1-10,  

54. Saito, T., Ishiguro, T., Ishida, H., Kiuchi, K., Irie, N., Ishikawa, H. et al. (2026) Robot-Assisted Total Gastrectomy 

for Juvenile Polyposis Syndrome-Associated Gastric Cancer Performed in a Patient with Factor XIII Deficiency: 

A Case Report Surg Case Rep 12, 10.70352/scrj.cr.26-0053 

55. Sako, Y., Inagaki, H., Yanagihara, A., Asada, Y., Fukunaga, N., Fukuda, A. et al. (2026) TUBB8 variants in infertile 

Japanese women, including a novel homozygous nonsense variant causing zygote multinucleation Reprod 

Biomed Online 52, 105372 10.1016/j.rbmo.2025.105372 

56. Sasaki, R., Eguchi, H., Yoshioka, S., Nakano, S., Kato, S., Aruga, T. et al. (2026) Reclassification of a BRCA2 

variant, c.8487G > a (p.Gln2829Gln) located at 3' end of exon 19, from uncertain significance to likely 

pathogenic based on splicing alteration: a case report Jpn J Clin Oncol 10.1093/jjco/hyag047 

57. Shibaki, R., Akamatsu, H., Okada, M., Murotani, K., Osuga, M., Nishino, K. et al. (2026) Atezolizumab combined 

with cisplatin plus vinorelbine as adjuvant therapy for completely resected non-small cell lung cancer with 

epidermal growth factor receptor mutation (West Japan Oncology Group 11719L: ADJUST study) JTO Clinical 

and Research Reports 100967,  
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