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東北メディカル・メガバンク計画 バイオバンク利⽤による主要業績リスト 
作成⽇︓2025 年 12 月 1 ⽇ 

 
種類 

新規件数 
2025/5/31 -2025/10/1 

これまでの件数 
2015 – 2025/5/30 合計 

件数 文献番号 件数 文献番号 

原
著
論
文
︵
利
⽤
ख
ञ
試
料
؞
情
報
別
︶ 

1. ゲノム情報      

1̲1. 頻度情報 68 件  (1-68) 1157 件  (69--1225) 1225 件 

1̲2. 標準ゲノム 0 件  11 件  (760, 779, 874, 
962, 1226-1232) 

11 件 

1̲3. 全ゲノム 2 件  (37, 1233)   8 件  (660, 891, 1234-
1239) 

10 件 

1̲4. SNP Array データ      
1̲4̲1. Japonica Array  4 件  (1240-

1243) 
112 件  (131, 148, 149, 

161, 195, 240, 
264, 413, 416, 
534, 660, 666, 
678, 860, 929, 
974, 1040, 1059, 
1235-1239, 1244-
1332) 

116 件 

1̲4̲2. OmniExpressExome 0 件  10 件  (660, 1298, 
1333-1340) 

10 件 

1̲5. iMETHYL 1 件  (1341) 38 件  (666, 1342-
1378) 

39 件 

1̲6. その他のゲノム 0 件  1 件  (1379) 1 件 
2. メタゲノム 0 件  1 件  (1380) 1 件 
3. メタボローム情報 2 件 (1381-1382) 7 件 (534, 1312,1383-

1387) 
9 件 

4. GWAS レポジトリ 0 件  5 件  (1298, 1388-
1391) 

5 件 

4. 試料      

4̲1. 細胞 0 件  1 件  (198) 1 件 

4̲2. 血清・血漿 1 件  (1392) 3 件  (1393-1395) 4 件 
4̲3. DNA 0 件  4 件  (1295, 1379, 

1396, 1397) 
4 件 

4̲4. ⺟乳 0 件  1 件  (1398) 1 件 
5. 健康調査情報      
  5̲1. 調査票・検体検査情報等 4 件  (37, 1233, 

1392, 1399) 
40 件  (660, 860, 891, 

974, 1040, 1239, 
1281, 1295, 1298, 
1312, 1313, 1325, 
1379, 1385, 1386, 
1395, 1396, 1398, 
1400-1421) 

44 件 

  5̲2. MRI 検査情報 0 件  1 件  (1414) 1 件 
6. 施設、技術・方法、データベース 1 件  (1422) 27 件  (357, 860, 1423-

1447) 
28 件 

小計（※重複を除いた件数） 79 件  1368 件  1447 件 



Page 2 

 
分譲利⽤による成果 

知
財
申
請 

1. ゲノム情報 0 件  2 件  (1448, 1449) 2 件 
2. 健康調査情報 0 件  2 件  (1449, 1450) 2 件 

3. 血清 0 件  1 件  (1450) 1 件 

小計（※重複を除いた件数） 0 件 ― 3 件  3 件 

引
⽤
؞
ঞ
অ
⑃
␗
؞
学
会
抄
録
等 

1. 論文・本での引⽤ 2 件  (1451, 
1452) 

300 件  (1453-1752) 302 件 

2. レビュー 3 件  (1753-
1755) 

164 件  (1756-1919) 167 件 

3. 学会抄録 0 件  58 件 (1920-1977) 58 件 
4. 学位論文 4 件  (1978-

1981) 
33 件  (1982-2014) 37 件 

小計（※重複を除いた件数） 9 件  555 件  564 件 

合計（※重複を除いた件数） 88 件 ― 1926 件 ― 2014 件 

 
種類 

新規件数 
2025/5/31 -2025/10/1 

これまでの件数 
– 2025/5/30 合計 

件数 文献番号 件数 文献番号 

原
著
論
⽂
︵
利
⽤
し
た
試
料
・
情
報
別
︶ 

ゲノム情報      

頻度情報 0 件  2 件 (660, 974) 2 件 

全ゲノムデータ 0 件  2 件 (660, 1239) 2 件 

SNP Array データ 0 件  4 件 (660, 974, 1239, 

1295) 
4 件 

その他のゲノムデータ （ミトコンドリア
ゲノム） 

0 件  1 件 (1379) 1 件 

メタボローム情報 0 件  2 件 (1385, 1386) 2 件 
健康調査情報      

調査票情報、検体検査情報、特定健
診情報、⽣理機能検査情報 

1 件 (1392) 17 件 (660, 974, 1239, 

1295, 1379, 1385, 

1386, 1395, 1396, 

1402-1404, 1411, 

1414. 1416, 1418- 

1420) 

18 件 

MRI 検査情報 0 件  1 件 (1414) 1 件 
試料:血清 1 件 (1392) 1 件 (1395) 2 件 

試料:DNA 0 件  3 件 (1295, 1379, 1396) 3 件 

小計（※重複を除いた件数） 1 件  18 件  19 件 

知
財
申
請 

ゲノム情報 0 件  1 件 (1449) 1 件 
健康調査情報 0 件  2 件 (1449, 1450) 2 件 

試料︓血清 0 件  1 件 (1450) 1 件 

小計（※重複を除いた件数） 0 件 ― 2 件  2 件 

合計（※重複を除いた件数） 1 件 ― 20 件 ― 21 件 
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検索⽅法︓ 
① Google Scholar を⽤いて次のキーワードで検索した。キーワード︓1KJPN、2KJPN、3.5KJPN、4.7KJPN、8.3KJPN、

14KJPN、38KJPN、54KJPN、iJGVD、Integrative Japanese Genome Variation、JG1、JG2、JRGA、
Japonica Array、jMorp、iMethyl、Tohoku Medical Megabank Project、Tohoku Medical Megabank 
Organization、ToMMo。 

② ToMMo 所属の先⽣によって発表された論文を PubMed でひき、Cited by にリストされた論文を検索した。 
③ 分譲申請による利⽤者から提出された「研究実施経過報告書」に記載されていた発表論文等を検索した。 
除外基準︓ first author、corresponding author もしくは last author が岩手医科大学いわて東北メディカル・メガバン
ク機構もしくは東北大学東北メディカル・メガバンク機構に所属している論文。 
検索結果のなかで、明らかに該当しない論文（例えば、言語名 Tommo So についての論文等）。 
 
■⽂献（年毎にアルファベット順） 
ゲノム頻度情報（1-1225） 
1. Hiruma, T., Inoue, S., Ko, T., Nomura, S., Abe, R., Bujo, C. et al. (2024) PRKAG2 Syndrome Caused by a Novel 

Missense Variant Mimicked Sporadic Hypertrophic Cardiomyopathy Until Its Progression to Burned-Out Phase 

Circ Heart Fail 17, e012047 10.1161/circheartfailure.124.012047 

2. Aida, R., Watanabe, H., Shiiya, T., Sakurazawa, C., Otsuka, T., Goto, S. et al. (2025) Dual Renal and Cardiac 

Phenotypes Associated with Rare Variants Inherited from Both Parents Intern Med 

10.2169/internalmedicine.6003-25 

3. Ajmeriya, S., Chatterjee, B., andKarmakar, S. (2025) Identification of variants from gene expression data of 

opioid-addicted patients J Appl Genet 10.1007/s13353-025-00989-x 

4. Ando, M., Higuchi, Y., Yuan, J. H., Yoshimura, A., Yano, C., Hobara, T. et al. (2025) Nationwide Characterization 

of MFN2-Related CMT in 176 Japanese Patients: Clinical and Genetic Insights Ann Clin Transl Neurol 

10.1002/acn3.70218 

5. Aoki, T., Inui, A., Ogata, Y., Igarashi, A., Yanagi, K., Yamamori, M. et al. (2025) Functional analysis of novel and 

recurrent RINT1 variants in patients with infantile liver dysfunction Journal of human genetics 10.1038/s10038-

025-01404-3 

6. Asagai, Y., Tanaka, Y., Hanafusa, H., Nagano, C., Horinouchi, T., Ishimori, S. et al. (2025) Clinical characteristics 

of patients with SALL1-related disorder Pediatr Nephrol 40, 3407-3414 10.1007/s00467-025-06878-z 

7. Cho, E. H., Lee, M., Ki, C. S., Seol, C. A., andJang, M. A. (2025) Genetic epidemiology of epithelial-stromal TGFBI 

dystrophies in a large Korean population Sci Rep 15, 25360 10.1038/s41598-025-08189-7 

8. Endo, Y., Koga, T., Mohamed, L., Tsuji, Y., Umeda, M., Hayashi, H. et al. (2025) Mediterranean fever gene 

variants may prevent the development of lupus nephritis in Japanese patients with systemic lupus 

erythematosus Front Immunol 16, 1571208 10.3389/fimmu.2025.1571208 

9. Fujita, K., Kimura, T., Yamakawa, A., Niida, S., Ozaki, K., Sakurai, T. et al. (2025) Genetic background and 

multidomain interventions in mild cognitive impairment Alzheimers Res Ther 17, 130 10.1186/s13195-025-

01764-0 

10. German, H. M., Zaki, M. S., Usmani, M. A., Karagoz, I., Efthymiou, S., Abdel-Hamid, M. S. et al. (2025) 

Comprehensive genotypic, phenotypic, and biochemical characterization of GOT2 deficiency: A progressive 

neurodevelopmental disorder with epilepsy and abnormal movements Genet Med 27, 101587 

10.1016/j.gim.2025.101587 
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11. Gotoh, N., Munkh-Erdene, T., Hayashi, A., Kasamatsu, T., Kitamura, M., Kojima, A. et al. (2025) Impact of 

inflammatory cytokine polymorphisms on the progression of myelodysplastic syndromes Ann Hematol 104, 

5111-5123 10.1007/s00277-025-06614-5 

12. Hamanaka, K., Fujita, A., Miyatake, S., Misawa, K., Koshimizu, E., Uchiyama, Y. et al. (2025) Genome sequencing 

provides high diagnostic yield and new etiological insights for intellectual disability and developmental delay NPJ 

Genom Med 10, 60 10.1038/s41525-025-00521-4 

13. Hidaka, K., Hayashi, S., Nakakuki, M., Naruse, S., andIshiguro, H. (2025) Progressive Pulmonary Lesion due to 

Cystic Fibrosis Transmembrane Conductance Regulator Dysfunction: A Case Study From Japan Cureus 17, 

e86774 10.7759/cureus.86774 

14. Higa, N., Hayashi, T., Mizobuchi, K., Kuniyoshi, K., Kondo, H., andNakano, T. (2025) A novel deletion-insertion 

variant of RS1 in X-linked retinoschisis Ophthalmic Genet 1-4 10.1080/13816810.2025.2523473 

15. Hiraide, T., Hayashi, T., Yamoto, K., Masunaga, Y., Asahina, M., Ogata, T. et al. (2025) An atypical case of 

macrocephaly and severe intellectual disability associated with a missense variant in the guanine nucleotide 

exchange factor-1 domain of TRIO Brain Dev 47, 104405 10.1016/j.braindev.2025.104405 

16. Hirano, Y., Shimura, K., Mitani-Konno, M., Fukushima, N., Hasegawa, T., andNarumi, S. (2025) Airway 

compression in a neonate with thyroid dyshormonogenesis due to SLC26A7 defect Eur J Endocrinol 193, K16-

K21 10.1093/ejendo/lvaf198 

17. Hobara, T., Ando, M., Higuchi, Y., Yuan, J. H., Yoshimura, A., Saito, T. et al. (2025) Charcot-Marie-Tooth-like 

presentation in giant axonal neuropathy: clinical variability and prevalence in a large Japanese case series J 

Neurol 272, 514 10.1007/s00415-025-13243-5 

18. Honda, M., Narumi, S., Hasegawa, K., Goto, Y., Kawashima, Y., Ohara, O. et al. (2025) Coproporphyrinogen 

oxidase deficiency causes primary adrenal insufficiency and 46,XY DSD J Clin Endocrinol Metab 

10.1210/clinem/dgaf329 

19. Hu, Q., Kimura, Y., Ikeda, S., Tanaka, Y., Nakanoko, T., Ota, M. et al. (2025) Circulating tumor DNA monitoring 

detects minimal residual disease and predicts outcomes in patients with esophageal adenocarcinoma or 

squamous cell carcinoma after esophagectomy BJC Rep 3, 52 10.1038/s44276-025-00158-x 

20. Igarashi, A., Makita, Y., Kobayashi, N., Abe, Y., Aoki, T., Iida, T. et al. (2025) Novel biallelic splicing and deletion 

variants of ADAMTS3 found in adult patients with Hennekam lymphangiectasia-lymphedema syndrome 3 BMJ 

Connections Clinical Genetics and Genomics 2, 10.1136/bmjccgg-2024-000006 

21. Ishikawa, T., Kimoto, H., Seki, A., Shirai, M., Uto, K., Makiyama, T. et al. (2025) Phenotypic spectrum of cardiac 

conduction disturbance and cardiomyopathy linked to titin canonical splice-site variants Cardiovasc Res 121, 

1712-1721 10.1093/cvr/cvaf135 

22. Jang, M. A., Heo, W. Y., Lee, J. K., Kim, J. W., Kim, S. M., Jang, J. H. et al. (2025) Carrier Frequency and 

Prevalence of Citrin Deficiency in East Asians and Koreans Based on Comprehensive Analysis of Pathogenic 

SLC25A13 Variants Ann Lab Med 45, 530-538 10.3343/alm.2024.0631 

23. Joo, S. Y., Jang, S. H., Kim, J. A., Kim, S. J., Choi, J. Y., Jung, J. et al. (2025) Leveraging underrepresented 

population data improves interpretation of genetic variants associated with hearing loss Sci Rep 15, 33693 

10.1038/s41598-025-18852-8 

24. Kakumoto, T., Matsukawa, T., Tokimura, R., Tsuboyama, Y., Hayashi, Y., Mitsutake, A. et al. (2025) Vanishing 

White Matter Disease With EIF2B2 c.254 >A Variant: Mild Clinical and MRI Findings Neurol Genet 11, e200293 

10.1212/NXG.0000000000200293 
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25. Kakuta, R., Takemoto, A., Tanimoto, K., Noji, R., Kudo, R., Kano, Y. et al. (2025) Characterization of a novel 

comprehensive genomic profiling test with better detection of heterozygous deletions and RNA-based gene 

fusion analysis Oncologist 30, oyaf056 10.1093/oncolo/oyaf056 

26. Kamatani, T., Umeda, K., Iwasawa, T., Miya, F., Matsumoto, K., Mikami, S. et al. (2025) Clonal diversity shapes 

the tumour microenvironment leading to distinct immunotherapy responses in metastatic urothelial carcinoma 

Nat Commun 16, 7995 10.1038/s41467-025-63309-1 

27. Kashimada, A., Mizuno, T., Tanaka, E., Hosokawa, S., Udagawa, T., Hiraoka, Y. et al. (2025) De novo variant in 

RING finger protein 213 causes systemic vasculopathy JCI Insight 10, 10.1172/jci.insight.190094 

28. Katoh-Fukui, Y., Saito, D., Narumi, H., Hattori, A., Igarashi, M., Uehara, E. et al. (2025) DHX37 variants in 

patients with 46,XY disorders or differences of sex development Hum Genome Var 12, 18 10.1038/s41439-

025-00322-2 

29. Kawamoto, R., Mori, T., Chiga, M., Fujimaru, T., Nanamatsu, A., Fujiki, T. et al. (2025) Importance of family 

history and health checkup for school-aged children for type IV collagen-associated nephropathy in hereditary 

kidney disease J Nephrol 38, 1909-1916 10.1007/s40620-025-02355-w 

30. Kido, J., Mizukami, T., Misumi, Y., Sugawara, K., Kusunoki, S., Nishimura, N. et al. (2025) Osteogenesis 

imperfecta, intellectual disability and recurrent infections in a male with a pathogenic SASH3 variant Hum 

Genome Var 12, 19 10.1038/s41439-025-00323-1 

31. Kim, J., Cho, S., Jeong, K. H., Ha, W. S., Kim, K. M., Chu, M. K. et al. (2025) TMEM14A Gene Affects Hippocampal 

Sclerosis in Mesial Temporal Lobe Epilepsy J Clin Med 14, 3810 10.3390/jcm14113810 

32. Makutani, Y., Iwamoto, M., Daito, K., Tokoro, T., Ueda, K., andKawamura, J. (2025) Two cases of genetic testing 

for familial adenomatous polyposis without a family history Int Cancer Conf J 1-9 10.1007/s13691-025-00782-

x 

33. Matsunaga, M., Maruyama, S., Nakamura, T., Yonee, C., Yonekawa, T., Higuchi, Y. et al. (2025) Early onset 

respiratory failure in two pairs of unrelated Japanese siblings with SELENON-related myopathy Brain and 

Development Case Reports 3, 100099 10.1016/j.bdcasr.2025.100099 

34. Moriura, Y., Nishio, Y., Ichimura, S., Noda, H., Tanahashi, Y., Yamamoto, H. et al. (2025) De novo CDKN1C 

variant in Beckwith-Wiedermann spectrum with atypical complications Hum Genome Var 12, 9 

10.1038/s41439-025-00316-0 

35. Murase, A., Mishima, H., Aoki, S., Hara, S., Kubiura-Ichimaru, M., Ohba, T. et al. (2025) Variants of NLRP genes 

encoding subcortical maternal complex components are linked to biparental placental mesenchymal dysplasia 

Hum Genomics 19, 94 10.1186/s40246-025-00814-w 

36. Muto, M., Gohda, T., Takagi, M., Kobayashi, T., Kihara, M., Saeki, H. et al. (2025) A Novel PHEX Mutation in X-

Linked Hypophosphataemic Rickets With Reduced Expression of NaPi-IIa and NaPi-IIc in the Proximal Tubules: 

A Case Report Nephrology (Carlton) 30, e70104 10.1111/nep.70104 

37. Nagino, K., Akasaki, Y., Fuse, N., Ogishima, S., Shimizu, A., Uruno, A. et al. (2025) Integration of Digital 

Phenotyping and Genomics for Dry Eye Disease: Protocol for a Prospective Cohort Study JMIR Res Protoc 14, 

e67862 10.2196/67862 

38. Nakagawa, H., Aoyama, S., Yokobori, J., Furusawa, H., Mitsumura, T., Takemoto, A. et al. (2025) A novel 

fumarate hydratase frameshift mutation in lung adenocarcinoma: A case report Cancer Genet 298-299, 16-19 

10.1016/j.cancergen.2025.08.006 

39. Nakamura, K., Sato, Y., Hashimoto, M., Matsumoto, N., Nitta, S., Okazaki, Y. et al. (2025) Mitochondrial DNA 
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variants in normal skins: Insights into prevalent pathogenic variants and quality control surveillance 

Mitochondrion 85, 102081 ARTN 102081 10.1016/j.mito.2025.102081 

40. Nakashima, D., Tosaki, T., Sasaki, T., Honda, Y., Yokote, S., Mori, T. et al. (2025) Combined Alport Syndrome 

Type 3A and Mitochondrial Disease Presenting with a Thin Base Membrane and Overt Albuminuria: A Case 

Report Intern Med 10.2169/internalmedicine.5838-25 

41. Nishina, S., Torii, K., Ishitani, S., Yoshida, T., Fukami, M., Kurosawa, K. et al. (2025) Novel biallelic CDK9 variants 

are associated with retinal dystrophy without CHARGE-like malformation syndrome Journal of human genetics 

10.1038/s10038-025-01395-1 

42. Nishioka, M., Tanei, Z. I., Saito, Y., Morishima, M., Hino, M., Mori, K. et al. (2025) Mosaic variants of 

neurodevelopmental and mitochondrial genes in postmortem paraventricular thalamus in bipolar disorder 

detected by deep exome sequencing Psychiatry and clinical neurosciences 79, 653-666 10.1111/pcn.13871 

43. Odate, T., Kondo, T., Katoh, R., Ito, K., Ueno, T., Yatabe, Y. et al. (2025) Progression of Follicular Thyroid 

Carcinomas to Anaplastic Thyroid Carcinomas: Molecular and Clinicopathologic Characteristics with Comparison 

to Papillary Thyroid Carcinoma-Derived Anaplastic Thyroid Carcinomas Endocr Pathol 36, 30 10.1007/s12022-

025-09875-y 

44. Ogawa, A., Watanabe, S., Ozerova, I., Tsai, A. Y., Kuchitsu, Y., Chong, H. B. et al. (2025) Adenosine kinase and 

ADAL coordinate detoxification of modified adenosines to safeguard metabolism Cell 188, 6151-6169 e6124 

10.1016/j.cell.2025.07.041 

45. Okamura, K., Saito, T., Ohori, S., Takada, F., Nomura, T., Oba, E. et al. (2025) Deep intronic variant in TYR 

causes OCA1A in Japanese families through pseudoexon activation J Dermatol Sci 120, 77-79 

10.1016/j.jdermsci.2025.09.003 

46. Orimo, K., Matsukawa, T., Shiomi, K., Goto, R., Mitsutake, A., Kuromi, Y. et al. (2025) Two Japanese families 

with adult-onset leukoencephalopathy caused by pathogenic variants in CST3 J Neurol Sci 478, 123708 

10.1016/j.jns.2025.123708 

47. Pan, Y., Iejima, D., Yoshitake, K., Tsunoda, K., Iwata, T., andJapan Eye Genetics, C. (2025) Clinical features and 

molecular mechanisms of RP1L1 variants causing occult macular dystrophy HGG Adv 6, 100461 

10.1016/j.xhgg.2025.100461 

48. Saeki, S., Otsuki, J., Enatsu, N., Wei, X. Q., Mukaida, N., Okamoto, R. et al. (2025) Association of the RNASE9 

c.1+1G>A splice site variant with decreased sperm motility in Japanese men Gene Reports 41, 102366 ARTN 

102366 10.1016/j.genrep.2025.102366 

49. Sawada, T., Kido, J., Tsukimura, T., Sugawara, K., Shiga, T., Saito, S. et al. (2025) Evaluation of GLA variants 

detected in newborn screening for Fabry disease using biomarker analysis Mol Genet Metab Rep 44, 101245 

10.1016/j.ymgmr.2025.101245 

50. Semba, R., Eguchi, H., Takatsu, M., Hashizume, T., Moteki, H., Maeno, K. et al. (2025) Two-hit events occurred 

independently in bilateral breast cancers in a germline double heterozygous carrier for BRCA1 and BRCA2 Breast 

Cancer 32, 1472-1479 10.1007/s12282-025-01740-4 

51. Shinkawa, K., Ishii, A., Kimura, T., Toriu, N., Nakagawa, N., Wada, T. et al. (2025) A Case of Siblings with End-

Stage Kidney Disease and Retinal Degeneration Suggestive of Partial Alstrom Syndrome Nephron 1-11 

10.1159/000547625 

52. Shinno, K., Kubota, M., Kosaki, R., Kosaki, K., andIshiguro, A. (2025) Atypical gradual progression in rapid-onset 

dystonia-parkinsonism with a rare ATP1A3 variant and the long-term effectiveness of botulinum toxin therapy 
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Brain and Development Case Reports 3, 100092 10.1016/j.bdcasr.2025.100092 

53. Shiraishi, K., Tsuburaya, R. S., Mukaida, S., Itomi, S., Kajimoto, S., Yano, N. et al. (2025) Morphological 

erythrocyte abnormalities as potential biomarker of uridine-responsive epileptic encephalopathy Brain and 

Development Case Reports 3, 100081 10.1016/j.bdcasr.2025.100081 

54. Sonehara, K., Watanabe, R., Matsumura, Y., Mitsui, Y., Ogawa, Y., Odomari, K. et al. (2025) Whole-genome 

sequencing reveals rare and structural variants contributing to psoriasis and identifies CERCAM as a risk gene 

Cell Genom 5, 100978 10.1016/j.xgen.2025.100978 

55. Sugisawa, C., Uehara, E., Tanase-Nakao, K., Inoue, K., Iida, T., Otsuka, F. et al. (2025) Clinical and Genetic 

Characteristics of Adult Nonautoimmune Hypothyroidism: A Single-Institution Study J Clin Endocrinol Metab 

10.1210/clinem/dgaf352 

56. Suzuki, E., Shima, H., Ueda, A., Nakabayashi, K., Matsubara, K., Kuroki, Y. et al. (2025) De Novo Splice Site 

Variant of TCF12 in a Boy With Isolated Kallmann Syndrome Case Rep Endocrinol 2025, 2350842 

10.1155/crie/2350842 

57. Suzuki, S., Seino, M., Sato, H., Saito, Y., Saito, K., Yamada, Y. et al. (2025) Potential Resistance to Oxaliplatin-

Based Regimens in Gastric Cancer Patients with ERBB2 R678Q Mutation: Evidence from a National Genomic 

Database Curr Issues Mol Biol 47, 10.3390/cimb47060430 

58. Takahashi, T., Sawada, K., Yamashita, T., Yamamoto, W., Iijima, Y., Adachi, A. et al. (2025) Genetic Profiling 

Reveals the Distinctions Among MTX-Associated DLBCL, EBV-Positive Mucocutaneous Ulcer, and EBV + DLBCL 

Cancer Sci 116, 2306-2316 10.1111/cas.70111 

59. Takahashi-Kobayashi, M., Sawai, T., Nagano, C., Kawanishi, K., Nakajima, K., Suzuki, H. et al. (2025) De novo 
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