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東北メディカル・メガバンク計画 バイオバンク利⽤による主要業績リスト 

作成⽇︓2025 年 9 ⽉ 8 ⽇ 

種類 

新規件数 
2025/1/22 -2025/5/30 

これまでの件数 
2015 – 2025/1/21 合計 

件数 ⽂献番号 件数 ⽂献番号 

原
著
論
⽂
︵
利
⽤
し
た
試
料
・
情
報
別
︶ 

1. ゲノム情報

1_1. 頻度情報 111 件  (1-111) 1047 件 (112-1158) 1158 件 

1_2. 標準ゲノム 1 件  (1159) 10 件 (792, 811, 906, 991, 1160-

1165) 
11 件 

1_3. 全ゲノム 1 件  (1166) 7 件 (692, 923, 1167-1171) 8 件 

1_4. SNP Array データ 

1_4_1. Japonica Array 14 件  (1166, 1172-

1184) 
98 件 (174, 191, 192, 204, 238, 

283, 307, 450, 453, 569, 

692, 698, 710, 892, 959, 

1001, 1062, 1080, 1168-

1171, 1185-1260) 

112 件 

1_4_2.OmniExpressExome 0 件 10 件 (692, 1238, 1261-1268) 10 件 

1_5. iMETHYL 3 件  (1269-1271) 35 件 (698, 1272-1305) 38 件 

1_6. その他のゲノム 0 件 1 件 (1306) 1 件 

2. メタゲノム 1 件  (1307) 0 件 1 件 

3. メタボローム情報 1 件  (1308) 6 件 (569, 1250, 1309-1312) 7 件 

4. GWAS レポジトリ 0 件 5 件 (1238, 1313-1316) 5 件 

5. 試料

5_1. 細胞 件 1 件 (241) 1 件 

5_2. ⾎清・⾎漿 件 3 件 (1317-1319) 3 件 

5_3. DNA 件 4 件 (1235, 1306, 1320, 1321) 4 件 

5_4. ⺟乳 件 1 件 (1322) 1 件 

6. 健康調査情報

6_1. 調査票・検体検査情報等 4 件  (1166, 1177, 

1323, 1324) 
36 件 (692, 892, 923, 1001, 1062, 

1222, 1235, 1238, 1250, 

1251, 1306, 1311, 1312, 

1319, 1320, 1322, 1325-

1344) 

40 件 

6_2. MRI 検査情報 0 件 1 件 (1339) 1 件 

7. 施設、技術・⽅法、データベ

ース

2 件  (1345-1346) 25 件 (398, 892, 1347-1369) 27 件 

⼩計（※重複を除いた件数） 135 件  1234 件 1369 件 

知
財
申
請 

1. ゲノム情報 0 件 2 件 (1370-1371) 2 件 

2. 健康調査情報 0 件 2 件 (1371-1372) 2 件 

3. ⾎清 0 件 1 件 (1372) 1 件 

⼩計（※重複を除いた件数） 0 件 ― 3 件 3 件 
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分譲利⽤による成果 

 

  

引
⽤
・
レ
ビ
ュ
ー
・

学
会
抄
録
等

1. 論⽂・本での引⽤ 8 件  (1373-1380) 292 件 (1381-1672) 300 件 

2. レビュー 5 件  (1673-1677 159 件 (1678-1836) 164 件 

3. 学会抄録 9 件  (1837-1845) 49 件 (1846-1894) 58 件 

4. 学位論⽂ 4 件  (1895-1898) 29 件 (1899-1927) 33 件 

⼩計（※重複を除いた件数） 26 件  529 件  555 件 

合計（※重複を除いた件数） 161 件 ― 1766 件 ― 1927 件 

 
種類 

新規件数 
2024/8/1 -2024/11/20 

これまでの件数 
2015 – 2024/7/31 合計 

件数 ⽂献番号 件数 ⽂献番号 

原
著
論
⽂
︵
利
⽤
し
た
試
料
・
情
報
別
︶ 

ゲノム情報      

頻度情報 0 件  2 件 (692, 1001) 2 件 

全ゲノムデータ 1 件 (1166) 1 件 (692) 1 件 

SNP Array データ 1 件 (1166) 3 件 (692, 1001, 1235) 3 件 

その他のゲノムデータ （ミトコンドリア
ゲノム） 

0 件  1 件 (1306) 1 件 

メタボローム情報 0 件  2 件 (1311, 1312) 2 件 

健康調査情報      

調査票情報、検体検査情報、特定健
診情報、⽣理機能検査情報 

2 件 (1166, 1323) 16 件 (692, 1001, 1235, 

1306, 1311, 1312, 

1319, 1320, 1327-

1329, 1336, 1339, 

1341, 1343, 1344) 

16 件 

MRI 検査情報 0 件  1 件 (1339) 1 件 

試料:⾎清 0 件  1 件 (1319) 1 件 

試料:DNA   3 件 (1235, 1306, 1320) 3 件 

⼩計（※重複を除いた件数） 2 件  16 件  18 件 

知
財
申
請 

ゲノム情報 0 件  1 件 (1371) 1 件 

健康調査情報 0 件  2 件 (1371-1372) 2 件 

試料︓⾎清 0 件  1 件 (1372) 1 件 

⼩計（※重複を除いた件数） 0 件 ― 2 件  2 件 

合計（※重複を除いた件数） 2 件 ― 18 件 ― 20 件 
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検索⽅法︓ 

① Google Scholar を⽤いて次のキーワードで検索した。キーワード︓1KJPN、2KJPN、3.5KJPN、4.7KJPN、8.3KJPN、

14KJPN、38KJPN、54KJPN、iJGVD、Integrative Japanese Genome Variation、JG1、JG2、JRGA、Japonica Array、

jMorp、iMethyl、Tohoku Medical Megabank Project、Tohoku Medical Megabank Organization、ToMMo。 

② ToMMo 所属の先⽣によって発表された論⽂を PubMed でひき、Cited by にリストされた論⽂を検索した。 

③ 分譲申請による利⽤者から提出された「研究実施経過報告書」に記載されていた発表論⽂等を検索した。 

除外基準︓ first author、corresponding author もしくは last author が岩⼿医科⼤学いわて東北メディカル・メガバンク機構

もしくは東北⼤学東北メディカル・メガバンク機構に所属している論⽂。 

検索結果のなかで、明らかに該当しない論⽂（例えば、⾔語名 Tommo So についての論⽂等）。 

 

 

■⽂献（年毎にアルファベット順） 

ゲノム頻度情報（1-1158） 

1. Yamoto, K., Saitsu, H., Nishimura, G., Kosaki, R., Takayama, S., Haga, N. et al. (2019) Comprehensive clinical and 

molecular studies in split-hand/foot malformation: identification of two plausible candidate genes (LRP6 and UBA2) 

Eur J Hum Genet 27, 1845-1857 10.1038/s41431-019-0473-7 

2. Hiraide, T., Nakashima, M., Ikeda, T., Tanaka, D., Osaka, H., andSaitsu, H. (2020) Identification of a deep intronic 

POLR3A variant causing inclusion of a pseudoexon derived from an Alu element in Pol III-related leukodystrophy 

Journal of human genetics 65, 921-925 10.1038/s10038-020-0786-y 

3. Kanchanasevee, C., Sriwattanapong, K., Theerapanon, T., Thaweesapphithak, S., Chetruengchai, W., Porntaveetus, 

T. et al. (2020) Phenotypic and Genotypic Features of Thai Patients With Nonsyndromic Tooth Agenesis and 

WNT10A Variants Front Physiol 11, 573214 10.3389/fphys.2020.573214 

4. Mitsutake, A., Matsukawa, T., Porto, K. J. L., Sato, T., Katsumata, J., Seki, T. et al. (2020) A Japanese family with 

primary familial brain calcification presenting with paroxysmal kinesigenic dyskinesia - A comprehensive mutational 

analysis J Neurol Sci 418, 117091 10.1016/j.jns.2020.117091 

5. Mukai, M., Mizuta, I., Watanabe-Hosomi, A., Koizumi, T., Matsuura, J., Hamano, A. et al. (2020) Genotype-

phenotype correlations and effect of mutation location in Japanese CADASIL patients Journal of human genetics 

65, 637-646 10.1038/s10038-020-0751-9 

6. Nawa, Y., Kimura, H., Mori, D., Kato, H., Toyama, M., Furuta, S. et al. (2020) Rare single-nucleotide DAB1 variants 

and their contribution to Schizophrenia and autism spectrum disorder susceptibility Hum Genome Var 7, 37 

10.1038/s41439-020-00125-7 

7. Goto, K., Kukita, Y., Honma, K., Ogawa, K., Nishida, H., Takai, T. et al. (2021) Signet-ring cell/histiocytoid carcinoma 

of the axilla: a clinicopathological and genetic analysis of 11 cases, review of the literature, and comparison with 

potentially related tumours Histopathology 79, 926-939 10.1111/his.14436 

8. Hiramatsu, K., Nishio, S. Y., Kitajiri, S. I., Kitano, T., Moteki, H., Usami, S. I. et al. (2021) Prevalence and Clinical 

Characteristics of Hearing Loss Caused by MYH14 Variants Genes (Basel) 12, 10.3390/genes12101623 

9. Masago, K., andFujita, S. (2021) Novel NR4A1 Arg293Ser Mutation in Patients With Familial Crohn's Disease In 

Vivo 35, 2135-2140 10.21873/invivo.12483 

10. Shibata, Y., Matsushima, M., Matsukawa, T., Ishiura, H., Tsuji, S., andYabe, I. (2021) Adrenoleukodystrophy siblings 

with a novel ABCD1 missense variant presenting with phenotypic differences: a case report and literature review 

Journal of human genetics 66, 535-537 10.1038/s10038-020-00866-x 
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11. Sugisawa, C., Ono, M., Kashimada, K., Hasegawa, T., andNarumi, S. (2021) Inactivation of a Frameshift TSH 

Receptor Variant Val711Phefs*18 is Due to Acquisition of a Hydrophobic Degron J Clin Endocrinol Metab 106, e265-

e272 10.1210/clinem/dgaa772 

12. Umehara, H., Nakamura, M., Nagai, M., Kato, Y., Ueno, S. I., andSano, A. (2021) Positional cloning and 

comprehensive mutation analysis of a Japanese family with lithium-responsive bipolar disorder identifies a novel 

DOCK5 mutation Journal of human genetics 66, 243-249 10.1038/s10038-020-00840-7 

13. Bosselmann, C. M., Leu, C., Brunger, T., Hoffmann, L., Baldassari, S., Chipaux, M. et al. (2024) Analysis of 1386 

epileptogenic brain lesions reveals association with DYRK1A and EGFR Nat Commun 15, 10429 10.1038/s41467-

024-54911-w 

14. Enomoto, Y., Naruto, T., Mitsui, J., Ueda, H., andKurosawa, K. (2024) A TMEM260 Biallelic Deletion Underlies Truncus 

Arteriosus Molecular Syndromology 10.1159/000543316 

15. Harino, T., Tanaka, K., Motooka, D., Masuike, Y., Takahashi, T., Yamashita, K. et al. (2024) D-loop mutations in 

mitochondrial DNA are a risk factor for chemotherapy resistance in esophageal cancer Sci Rep 14, 31653 

10.1038/s41598-024-80226-3 

16. Kimura, T., Fujita, K., Sakurai, T., Niida, S., Ozaki, K., andShigemizu, D. (2024) Whole-genome sequencing to 

identify rare variants in East Asian patients with dementia with Lewy bodies NPJ Aging 10, 52 10.1038/s41514-

024-00180-2 

17. Koga, T., Kita, K., Okumura, J., Yoshiura, K. I., andKawakami, A. (2024) A novel frameshift mutation in ADCK1 

identified in a case of chronic fatigue syndrome successfully treated with oral 5-ALA/SFC Immunol Med 1-5 

10.1080/25785826.2024.2445399 

18. Mitsutake, A., Kawai, M., Orimo, K., Matsukawa, T., Ishiura, H., Mitsui, J. et al. (2024) A Japanese Family with a 

Novel Pathogenic Variant in KIF1A Presenting with Spastic Paraparesis, Cerebellar Ataxia, and Intellectual Disability 

Cerebellum 24, 20 10.1007/s12311-024-01782-y 

19. Momoi, M., Katsumata, Y., Hiraide, T., Shinya, Y., Goto, S., Inami, T. et al. (2024) Chronic Thromboembolic 

Pulmonary Hypertension as RNF213-Associated Vascular Disease JACC Asia 4, 1017-1019 

10.1016/j.jacasi.2024.09.012 

20. Momoi, M., Katsumata, Y., Kunimoto, H., Inami, T., Miya, F., Anzai, A. et al. (2024) Clonal Hematopoiesis in Chronic 

Thromboembolic Pulmonary Hypertension J Am Heart Assoc 13, e035498 10.1161/jaha.124.035498 

21. Nakajima, E., Yokohama, Y., Sugiyama, S., Taketazu, M., Mitsube, K., Yamada, T. et al. (2024) Unclassifiable short-

rib thoracic dysplasia diagnosed using targeted gene panel sequencing Hum Genome Var 11, 44 10.1038/s41439-

024-00302-y 

22. Nakato, D., Yasue, Y., Matsubara, K., Suzuki, H., Kosaki, R., Takenouchi, T. et al. (2024) De novo variants in UPF1 

associated with intellectual disabilities: Human genetic and functional evidences using Drosophila model Eur J Med 

Genet 72, 104983 10.1016/j.ejmg.2024.104983 

23. Okubo, S., Naruse, H., Ishiura, H., Sudo, A., Esaki, K., Mitsui, J. et al. (2024) Genetic and functional analyses of 

SPTLC1 in juvenile amyotrophic lateral sclerosis J Neurol 272, 36 10.1007/s00415-024-12776-5 

24. Shirai, H., Saito-Sato, N., Horiuchi, E., Kikuchi, H., Kadowaki, S., Ohnishi, H. et al. (2024) Case report: Adult case 

of A20 haploinsufficiency suspected as neuro-Behcet disease Front Immunol 15, 1508307 

10.3389/fimmu.2024.1508307 

25. Shoji, T., Yamauchi, I., Kawasaki, H., Iwanaga, K., Hakata, T., Tanaka, D. et al. (2024) Case report: Duplication of 

the GCK gene is a novel cause of nesidioblastosis: evidence from a case with Silver-Russell syndrome-like phenotype 
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related to chromosome 7 Front Endocrinol (Lausanne) 15, 1431547 10.3389/fendo.2024.1431547 

26. Shoji, Y., Hayashida, S., Masuda, H., Tachibana, E., andOkumura, Y. (2024) A case report of familial 

catecholaminergic polymorphic ventricular tachycardia with a novel mutation in the ryanodine receptor 2 Eur Heart 

J Case Rep 8, ytae652 10.1093/ehjcr/ytae652 

27. Sumida, T., Ogawa, S., Higo, S., Kuramoto, Y., Eto, R., Ikeda, Y. et al. (2024) Four cardiomyopathy patients with a 

heterozygous DSG2 p.Arg119Ter variant Hum Genome Var 11, 47 10.1038/s41439-024-00304-w 

28. Suzuki, S., andSaito, Y. (2024) Genomic Analysis of Advanced Phyllodes Tumors Using Next-Generation Sequencing 

and Their Chemotherapy Response: A Retrospective Study Using the C-CAT Database Medicina (Kaunas) 60, 

10.3390/medicina60111898 

29. Suzuki, S., Saito, Y., Saito, K., Yamada, Y., Takahashi, K., Kumanishi, R. et al. (2024) Limited Efficacy of Anti-EGFR 

Monoclonal Antibodies in Colorectal Cancer Patients with Rare RAS Variants: Analysis of the C-CAT Database Curr 

Issues Mol Biol 46, 14476-14486 10.3390/cimb46120869 

30. Tsuda, S., Sakamoto, A., Kawaguchi, H., Uchiyama, T., Kaname, T., Yanagi, K. et al. (2024) Novel biallelic GNE 

variants identified in a patient with chronic thrombocytopenia without any symptoms of myopathy Ann Hematol 

103, 5945-5950 10.1007/s00277-024-06104-0 

31. Yamaguchi, T., Ikegami, M., Aruga, T., Kanemasa, Y., Horiguchi, S. I., Kawai, K. et al. (2024) Genomic landscape of 

comprehensive genomic profiling in patients with malignant solid tumors in Japan Int J Clin Oncol 29, 1417-1431 

10.1007/s10147-024-02554-8 

32. ⽥中智⼤, 村上智美, 江間達哉, 奥村良法, 清⽔健司, 村⼭圭 et al. (2024) Leigh 脳症様の経過を呈したモリブデン補酵素

⽋損症 A 型の 1 例 脳と発達 56, 443-445,  

33. Aiba, T., Ohno, S., Takegami, M., Kato, Y., Sakaguchi, H., Shimamoto, K. et al. (2025) Clinical Impact of Genetic 

Testing for Long QT Syndrome - Evidence From a Nationwide LQTS Registry in Japan Circ J 89, 835-844 

10.1253/circj.CJ-25-0105 

34. Akiba, K., Matsubara, K., Hattori, A., andFukami, M. (2025) Intragenic duplication of PHEX in a girl with X-linked 

hypophosphatemia: a case report with review of literature Endocr J 72, 413-419 10.1507/endocrj.EJ24-0355 

35. Akimoto, T., Inaba, H., Ogishima, S., Kumada, K., Mitsuhashi, A., Miyashita, R. et al. (2025) Comparison of 

genotypes and phenotypes for von Willebrand factor gene variants using Japanese genome database Blood Vessels, 

Thrombosis & Hemostasis 2, 100070 https://doi.org/10.1016/j.bvth.2025.100070 

36. Ando, M., Higuchi, Y., Yuan, J. H., Yoshimura, A., Yano, C., Hobara, T. et al. (2025) SOD1-related inherited peripheral 

neuropathies in a Japanese cohort: genetic variants and clinical insights J Neurol 272, 191 10.1007/s00415-025-

12925-4 

37. Asano, R., Okazawa, M., Ishibashi, T., Ding, X., Ohta-Ogo, K., Akaki, K. et al. (2025) A Novel Missense Variant of 

ZC3H12A in Pulmonary Arterial Hypertension Circ Rep 7, 207-211 10.1253/circrep.CR-25-0007 

38. Bai, G. Y., Shan, K. S., Li, C. S., Wang, X. H., Feng, M. Y., andGao, Y. (2025) Gastric gastrointestinal stromal tumor 

in a patient with neurofibromatosis type I presenting with anemia: A case report World J Gastrointest Oncol 17, 

99304 10.4251/wjgo.v17.i3.99304 

39. Bayam, E., Tilly, P., Collins, S. C., Rivera Alvarez, J., Kannan, M., Tonneau, L. et al. (2025) Bi-allelic variants in 

WDR47 cause a complex neurodevelopmental syndrome EMBO Mol Med 17, 129-168 10.1038/s44321-024-00178-

z 

40. Danno, D., Tada, H., Oda, I., Kawashita, N., Hirano, M., Kitamura, S. et al. (2025) Expanding the Genetic and Clinical 

Spectrum of SCN1A-Related Hemiplegic Migraine: Analysis of Mutations in Japanese Int J Mol Sci 26, 



Page 6 

10.3390/ijms26041426 

41. Ebata, A., Takeichi, T., Nishida, K., Chretien, B., Miyazaki, A., Yoshikawa, T. et al. (2025) Estimating the proportions 

of allele frequencies for SERPINA12 pathogenic variants in Japanese patients with Nagashima-type palmoplantar 

keratosis/keratoderma Br J Dermatol 193, 184-185 10.1093/bjd/ljaf111 

42. Fujii, K., Ueki, M., Morishita, M., Ikushima, H., Isago, H., Watanabe, K. et al. (2025) Clinical utility of comprehensive 

genomic profiling in non-small cell lung cancer: An analysis of a nation-wide database Lung Cancer 200, 108099 

10.1016/j.lungcan.2025.108099 

43. Fujita, A., Suenaga, Y., Takeshita, E., Takahashi, Y., Suzuki, Y., Ohori, S. et al. (2025) Triple mosaic variants of PURA 

in a patient with multiple congenital anomalies Journal of human genetics 70, 227-230 10.1038/s10038-024-

01315-9 

44. Fukushima, T., Nakamura, K., Terai, H., Ohgino, K., Kawano, R., Ishikawa, M. et al. (2025) Clinical Sequence 

Revealed the Prevalence and Biological Significance of Somatic Pathogenic Variants in Thoracic Cancer: Implications 

for Germline Status Clin Lung Cancer 26, 407-419 e420 10.1016/j.cllc.2025.03.012 

45. Furutani, M., Kimura, T., Fukunaga, K., Suganuma, M., Takemura, M., Matsui, Y. et al. (2025) Identification of a Risk 

Allele at SLC41A3 and a Protective Allele HLA-DPB1*02:01 Associated with Sarcopenia in Japanese Gerontology 

71, 376-387 10.1159/000545298 

46. Ghasemi, M.-R., Mirahmadi, M., Bayat, H., Miryounesi, M., Mirfakhraie, R., Salehpour, S. et al. (2025) Unraveling 

and Expanding the Genotypic Spectrum of Kabuki Syndrome with Identification of de Novo Protein-Truncating 

Mutations in the KMT2D Gene: Insights into the Role of Premature Stop Codons in the Etiology of the Disorder OBM 

Genetics 09, 294 10.21926/obm.genet.2502294 

47. Ghasemi, M.-R., Mirahmadi, M., Bayat, H., Nooshabadi, M. S., Jamshidi, S., Salehpour, S. et al. (2025) Exploring 

the Genetic Landscape of Knobloch Syndrome: Novel Variant Identification and Literature Review OBM Genetics 09, 

291 10.21926/obm.genet.2502291 

48. Goto, Y., Niihori, T., Mizuno, S., Okamoto, N., Ogata, T., Kurosawa, K. et al. (2025) Missense and truncated variants 

in ERF in individuals with a Noonan-like phenotype without craniosynostosis Sci Rep 15, 15179 10.1038/s41598-

025-89719-1 

49. Hadi, A. F., Arta, R. K., Kushima, I., Egawa, J., Watanabe, Y., Ozaki, N. et al. (2025) Association Analysis of Rare 

CNTN5 Variants With Autism Spectrum Disorder in a Japanese Population Neuropsychopharmacol Rep 45, e12527 

10.1002/npr2.12527 

50. Hasegawa, Y., Miura, S., Kagami, M., Dateki, S., andMiura, K. (2025) Diagnosis and Genetic Counseling Before and 

After the Birth of Children With Joubert Syndrome and Beckwith-Wiedemann Syndrome Cureus 17, e80677 

10.7759/cureus.80677 

51. Hasegawa, Y., Miura, S., Nagata, A., Yoshiura, K. I., andMiura, K. (2025) Repeated Pregnancies With Full Trisomy 

21: A Case Report and Literature Review Cureus 17, e83275 10.7759/cureus.83275 

52. Hashiba, T., Sugawara, Y., Hirakawa, Y., Sato, D., Inagi, R., andNangaku, M. (2025) Pathogenic variants prevalence 

patients with diabetic kidney disease in Japan: A descriptive study J Diabetes Investig 16, 1263-1273 

10.1111/jdi.70041 

53. Hijikata, M., Morimoto, K., Ito, M., Wakabayashi, K., Miyabayashi, A., andKeicho, N. (2025) Robust detection of 

pathogenic HYDIN variants that cause primary ciliary dyskinesia using RNA-seq of nasal mucosa J Med Genet 62, 

180-184 10.1136/jmg-2024-110400 

54. Hokmabadi, M., Asadifard, E., Arbabi-Bidgoli, S., Naghavi, A., andHasanzad, M. (2025) Analysis of CYP2D6 Gene 



Page 7 

Variant Frequencies in Iranian Population Iran J Med Sci 50, 351-358 10.30476/ijms.2024.102645.3570 

55. Huong, Q. T. T., Truc, L. T. N., Ueda, H., Fukui, K., Higasa, K., Sato, Y. et al. (2025) Nerve Enlargement in Patients 

with INF2 Variants Causing Peripheral Neuropathy and Focal Segmental Glomerulosclerosis Biomedicines 13, 127 

10.3390/biomedicines13010127 

56. Iijima, H., Imai-Okazaki, A., Kishita, Y., Sugiura, A., Shimura, M., Murayama, K. et al. (2025) Role of BOLA3 in the 

mitochondrial Fe-S cluster clarified by metabolomic analysis Mol Genet Metab 145, 109113 

10.1016/j.ymgme.2025.109113 

57. Ito, M., Morimoto, K., Hijikata, M., Hasegawa, H., Wakabayashi, K., Miyabayashi, A. et al. (2025) Severe 

bronchiectasis and chronic rhinosinusitis due to homozygous WFDC2 Variants: The first three cases reported from 

Japan Respir Med Case Rep 55, 102214 10.1016/j.rmcr.2025.102214 

58. Iyama, S., Chi, S., Idogawa, M., Ikezoe, T., Fukushima, K., Utsu, Y. et al. (2025) Prognostic impact of TET2 mutations 

in patients with acute myeloid leukemia: HM-SCREEN-Japan 01 and 02 study Ann Hematol 104, 275-284 

10.1007/s00277-025-06227-y 

59. Kaimori, J. Y., Matsuda, J., Jan, A., Kawano, Y., Kawaoka, T., Asahina, Y. et al. (2025) A Novel Heterozygous and 
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